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expressed showed an absolute fold change >2.0 in Table 2 Genes, gene symbols, and TaqMan probes used for the study of gene expression including probe for normalization (GUS-␤)
Gene
Full name Reference GraphPad Prism version 5.01 (La Jolla, CA, USA).
338
Outliers were detected using the GraphPad software ( Fig. 2A) . TARDBP mRNA levels were not signifi-372 cant altered in c9FTLD when compared with controls 373 (p = 0.15).
374
Significant increase in UBR5 (p = 0.03) and 375 DD3XY (p = 0.026) mRNAs was confirmed by RT-376 qPCR. Expression levels of SCARNA2 (p = 0.83),
377
EIF1AY (p = 0.36), and GPN2 (p = 0.76), although 378 reduced in the array, were preserved when assessed 379 with RT-qPCR ( Fig. 2B ).
380
MBP mRNA expression was significantly 381 decreased in c9FTLD (p = 0.05) (Fig. 2C ). To further 382 extend knowledge about genes linked to myelin 383 and oligodendrocytes, RT-qPCR revealed reduced 384 expression of MAG (p = 0.036), MAL (p = 0.02),
385
MOBP (p = 0.025), and MOG (p = 0.05) in c9FTLD 386 when compared with controls ( Fig. 2C ). How-387 ever, the expression of OLIG1 (p = 0.17), OLIG2 388 (p = 0.40), SOX10 (p = 0.33), NG2 (p = 0.34), MYRF 
501
Genes and proteins do not match in the two lists 502 of deregulated mRNAs and proteins in c9FTLD ( Fig. 6A ). However, a protein interactome map con- 
